. Live-cell fluorescence microscopy and correlative fluorescence/cryoelectron tomography of NM-YFP dot aggregates. Figure S3 . Molecular mobility in NM-YFP dot aggregates. FRAP recovery curves for NM-YFP dot aggregates in cells with a wild-type chaperone complement and Δssa1, Δssa2, and Δsse1 cells as indicated. The data were double normalized to account for differences in starting intensity and bleaching during the time course. The data represents the mean of at least seven independent dot aggregates. Error bars correspond to the SD between the replicates for each time point. Figure S4 . Distribution of Hsp104-mCherry on NM-YFP aggregate assemblies. (A-C) Line plots illustrating the colocalization of Hsp104-mCherry (red) with NM-YFP dot aggregates (green) from cells with wild-type chaperone complement (A), Δssa1(B), or Δsse1(C) deletions, as indicated. The plots were derived from the images shown in Fig. 3 (B-D) . 
